e ] . S PEEE S il PR 2022 4F 4 55 22 555 7 1Y)
QitEO®

BT M2 2 BRI H R RO IR R M O )
PR R -

I H 2 feeguE 2 TREF 2 FiERG OREFY XAaM
(I EER¥EE-WEER JLAREE 330006;2 /& KFHE+ERPTFT  LIEE E 330006;
3WHLHEEZ KRS HiM 310053;4 TLE AP EZA AL 7 E 330046)

Vi

THE. A6 A T W% 25225 @0 W83 fea b M s ) 3B 69 4E A Ukl . & i . a8 it 43 & TCMSP . TCM
STITCH A % OMIM ,Gene Card *} W 5 H 3 B AR 4940 5 R 5 R o ¥e 5 A Bk ik Je 5o Al AT #e &, B x40 X 0k R
Yo b Aty e AT A B E R B A fh ik R R R 4E % A & David 4 ¥ % 4= Bioconductor %k 3% & ¥ 3 A
PP AR 092 ik Yo 5 4T GO g & 4 A1 Ao KEGG @R 28 4547, 45 5% ARBF R 2 05 i b W F o £ B ds 7 69 81 MMeddh,
X R 4 Fe b 169 A B AP At RS ) 3B g R AT R 8 668 AT ek IS B AT AR M T HFE
BRI ER S SRR RBNHERSER 154 MRE SEMXOETER, &8 W-FHEREETIR
WS A BRI TRE S A AKT MAPK 548X 2 5 @B A4, L P AKTR L 222 F@%, AW FHE
BARE AR A ZBERAEMEATRONE -6 BARRFEMRATFHEREE ML ArmBAT. @
NF-O6NBARLE T THRAWNTHERASETRECHZBGETZERE L,

KB AT A RB  WF HE A, MK HESR

Study on the Mechanism of Radix Aconiti Laterlis Combined with Radix Glycyrrhizae in the Treatment of Chronic Heart

Failure Based on Network Pharmacology”

WANG Li—qin'?, XIONG Ming—fen'?, WANG Teng—yu'?, WAN Hai-tong’, XIONG Mo-nian‘, WU Chun-hong"
(1The First Affiliated Hospital of Nanchang University, Nanchang, Jiangxi330006;
2Shi'ceng Pulse of Traditional Chinese Medicine Institute of Nanchang University, Nanchang, Jiangxi330006;
3Zhejiang University of Traditional Chinese Medicine, Hangzhou310053;
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Abstract: Objective:To clarify the mechanism of compatibility of Radix aconiti laterlis and Radix glycyrrhizae on
chronic heart failure based on network pharmacology. Methods:The chemical components, component targets and disease
targets of compatibility of Radix aconiti laterlis and Radix glycyrrhizac were searched through the databases TCMSP,
TCM, STITCH, OMIM and Gene Card. Then analyzed the related disease targets and potential drug targets, made Venn
diagram, and screened out the common intersections. Go enrichment analysis and KEGG pathway annotation analysis were
performed on the merged candidate targets in David database and Bioconductor database respectively. Results: In this
study, 81 compounds in the compatibility of Radix aconiti laterlis and Radix glycyrrhizae were screenedout, and 169
corresponding component targets were selected. At the same time, 8 668 corresponding targets were obtained through the

retrieval of chronic heart failure. By making Venn diagram, it was found that there were 154 intersections and 5 related
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signal pathways between the potential targets of compatibility of Radix aconiti laterlis and Radix glycyrrhizae and the

potential targets of chronic heart failure. Conclusion: The mechanism of compatibility of Radix aconiti laterlis and Radix

glycyrrhizae in the treatment of chronic heart failure may be related to the regulation of AKT, MAPK and other related

signaling pathways, of which AKT is the main signaling pathway. Moreover, the effect of compatibility of Radix aconiti

laterlis and Radix glycyrrhizae in the treatment of chronic heart failure is closely related to apoptosis, the expression of

cytokines such as interleukin-6 and tumor necrosis factors. It indicates that apoptosis, interleukin-6 and tumor necrosis

factor may be important targets for the compatibility of Radix aconiti laterlis and Radix glycyrrhizae in the treatment of

chronic heart failure.

Key words: Chronic heart failure; Radix aconiti laterlis; Radix glycyrrhizae; Compatibility; Network pharmacology
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