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Study on Expression of Fas/FasL in PBMC of Patients with Severe Epidemic Hemorrhagic Fever

and Its Immune Mechanism”

LI Shan
(Department of Critical Medicine, Nanping First Hospital, Fujian, Nanping353000)

Abstract: Objective: To investigate the expression of Fas / FasL in peripheral blood mononuclear cells (PBMC) and
its related immune mechanism in phase 5 of severe epidemic hemorrhagic fever. Methods: Fifty patients with severe
epidemic hemorrhagic fever who passed through the classic phase 5 were divided into fever phase group (phase [ group),
hypotension shock phase group (phase Il group), oliguria phase group (phase Illgroup), polyuria phase group (phase IV
group) and recovery phase group (phase V group). The apoptosis rate of PBMC cells in each group were observed by
AO/EB double staining; detection of TNF-a, IL-6 level in peripheral blood by ELISA; RT-PCR and Western Blot were
used respectively to detect the expression of Fas and FasL genes and proteins. Results: The apoptosis rate of PBMC in
phase I group, phase II group and phase Il group were significantly higher than those in phase IV group and phase V
group, the differences were statistically significant (1 h: F=29.12, P<<0.001; 6 h: F=27.54, P<<0.001; 12 h: F=25.23, P=
0.003; 24 h: F=18.17,P=0.005). The expression of Fas and FasL protein in PBMC in phase [ group, phase II group and
phase [l group were significantly higher than those in phase V group, there were significant differences (P<<0.05). The
expression of Fas and FasL mRNA in PBMC in phase | group, phase II group and phase Illgroup were also significantly
higher than those in phase V group, there were significant differences(P<<0.05). The levels of TNF-« and IL-6 in the phase

[ group, phase II group and phase Il group were significantly higher than those in the phase V group, especially the

inflammatory factors in the and phase IIIgroup phase 1 group was the highest, and the expression level in the phase IV
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group was relatively low, the differences were statistically significant (TNF-a: F=42.35, P<<0.001; IL-6: F=31.27, P<

0.001). Conclusion: The pathological mechanism of severe epidemic hemorrhagic fever is Fas / FasL mediated apoptosis,

and its concentration is related to the degree of body damage.
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B izl TR B S A:
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N7 5~ATGCTCTGACTCCATCCACCC-3'
B-actin b 5-ACCTGGACAGCTGCTGAGAC-3' 179 bp

M 5'-AGTGGACACACTGCGTGTTG-3'
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Pt TNF-o0 F1IL-6 ()RR 77 50 06 B PO B
1.8 M4 A4l PBMC 40T %, 48
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22 ¥ EHF £ 5 # PBMC ¥ Fas #= FasL & &
A& HE EHF %00 3 41 Fas fil FasL & 1%
AT IVIZL . V 2 L oE S5 T, 2L 0m) 22 5 2
48 2% 3% X (Fas: F=36.43, P <0.001; FasL: F=
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JUIE AN 50 0.41% 0.11 0.52+ 0.13
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B GEC 50 65.38% 1426  67.32+ 13.47
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