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Correlation of the Quantitative Change of Serum HBeAg, HBsAg and HBV-DNA after 48 Weeks’ Entecavir Therapy

CHEN Bang-yin, HUANG Jin
(Department of Infectious Diseases,the First Affiliated Nanping Hospital of Fujian Medical University, Nanping353000)

Abstract: Objective: To investigate the relationship of serum markers of hepatitis B virus and HBV-DNA contents after 48 weeks’
entecavir therapy in the treatment of HBeAg positive chronic hepatitis B. Methods: From March 2011 to June 2013, 58 patients of HBeAg
positive chronic hepatitis B in our hospital were given the entecavir (0.5 mg/d) orally, and they were followed up for 48 weeks. Results:
After 48 weeks of treatment, the recovery rate of ALT was 77.59%, the negative conversion rate of HBV-DNA was 72.41%, the negative
conversion rate of HBeAg was 39.66%, and the seroconversion rate of HBeAg was 27.59%. In the course of treatment, HBeAg and
HBV-DNA quantitative value decreased, and with the extension of treatment time, HBeAg and HBV-DNA quantitative value continued to
decline. Obviously, there was a significant positive correlation between the two factors and it showed statistical significance (R=0.801,
P<0.05); but there was no significant relationship between HBsAg quantitative and serum HBeAg, HBV-DNA levels (P>0.05).
Conclusion: Entecavir can inhibit the replication of HBeAg and increase serum HBV-DNA serological conversion function; and the
baseline of HBeAg levels can predict HBeAg seroconversion rate of HBeAg positive chronic hepatitis B patients in the treatment of
entecavir. Changes of HBV-DNA content and HBeAg content show a significant positive correlation, and there is no significant
correlation between changes in HBV-DNA content and HBsAg content.
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