.60.
[ ]

SEH TP B SE AR 2007 5 8 A 7 425 4 1
Iy ITe

HBV-DNA EH5 HBV-M ¥l 4% S 5% FE SR

Az EkF O EBRK
WA T =Bt 3% 314000)

fE: A6, THHBV-DNAZ T4 5 HBV e &M a R L TN ERZ MG X F, Hik, BEAKKEZE PCR
(FQ-PCR) 4l & % 7 F 49 HBV-DNA, F i 35 /i ELISA 7% 3 B 18] 5 9F 352 St %o 92 sk 4l HBV s 7 47 & 4 | OF & 2 R b 47 45 0L 27
%, %R .HBsAg(+)HBeAg(+)HBcAb(+) 4 % & fn i HBV-DNA # 5 5& & A 94.62%(176/186) ,HBsAg(+)HBcAb(+) 41 & & s i
HBV-DNA # 3£ & % 42.86%(30/70) , HBsAg(+)HBeAb(+)HBcAb(+) 4L # # fe & HBV-DNA # £ & % 26.17%(56/214) ,HBsAg(+)
HBeAg(+)HBcAb(H) A 2 % & T L€ &4 (P<0.01), % it . HBV-DNA K -F5 HBV i 47 &% a9 A AR XA X ,HBeAg 5
HBV-DNA # # #5948 % 7, HBV-DNA 5 HBV-M % &4t 4 & 7 fi# HBV £ 3 S BAF 0k | 0 4 35 506 97 AR B IR |
XK & 2 F PCR; HBV-DNA; HBV-M; ELISA
Abstract:Objective:To explore the relationship between detection of HBV-DNA and HBV serum markers. Methods:HBV-DNA was
detected with fluorescent quantitative PCR (FQ-PCR) and HBV was routinely determined with ELISA or time-resolved
immunofluorometric assay. Results:The detecting rate of HBV-DNA was 94.62%(176/186) in patients of HBsAg (+)HBeAg(+)HBcAb
(+),42.86%(30/70) in patients of HBsAg(+)HBcAb(+),26.17%(56/214) in patients of HBsAg(+)HBeAb(+)HBcAb(+). The parameter was
significantly higher in HBsAg(+)HBeAg(+)HBcAb(+) than in others(P <0.01).Conclusion:There is a correlation between HBV-DNA and
HBV-M, especialy between HbeAg and HBV-DNA .Both HBV-DNA and HBV-M determination could reflect the infection .replication of
HBYV and provide objective evidences for diagnosis and treatment monitoring of hepatitis B.
Key words:Fluorescent quantitative PCR;HBV-DNA;HBV-M; ELISA
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O SR T E w1 WAL R 2 —, IR F 2R
RBEY A2 W T SR T HBY MLl AR &Y (HBV-MD K&
HBV-DNA & &8kl . HBV-DNA J& 485 5 it 2 JHH R TEAEAE
TN R AR Y R SRR AR, H HBV-DNA 6T
MR P IR, TR, 7T A5 A A By 2R T 9 3000 15 A A%
PPEMabr . A SCRH %66 8 PCR (FQ-PCR) X 656 f1lfi
KARA 4T T HBV-DNA 1 HBV-M i, 3F 5 45 itk 47 1
Gk E AL . PSS AR W
1 MHE5FE
1.1 #alsr g ¥R 2003 45 5 H ~2004 4F 5 H 2| F G2
1 LI BSERL S T T R e /2, 3% 656 1], Horh 55 386
N5 22270 NG AFES 11d~83 %/ .

12 #alsesE SEE ABI A #] ABI7000 %Y %¢ ) 5E i PCR
P14, 55 [F BIO-RAD A 7] 680 FIRHHRAL, I8 AL
RAT PR F) ANYTEST YIS 0] 530 755 5653 B A o

1.3 4 o ik Fo X A

1.3.1 HBV-M = # >XJI ELISA i, XA &AM TR
DA TR, PR AL U AR ERATE A5 AR U BT BRI 8T xR A
Joudss , LA B

1.32 HBV-M % & RHBEG #5057k, W tosr
B ADAT PR w SRS, P AR A U0 DR AR, R RS B YT
TP o R 42 5 LA S

133 HBV-DNA & & RA%O6E s PCR Y, WA th L
A A ARG BRTAT 2wl $ 4, ks d Ui i 15 31k , 1
DA BE iy R ARG TT A , ORUERS I 25 S PR vRE A w5

1.4 %its 43 HBV-DNA F H 5 [a) () 5 2 PR 56 1 T
X5, HBV-DNA 75t 8] 1) S 25 A 50 R A ¢ A

2 R

2.1 HBV-DNA % % & 2% 656 B MiERAT, 282
il HBV-DNA FHYE, BHVEAS 2824 42.99%, BH PR AR B 0

1.50e+3 #% VUL /mL, f il Bk 9.97e+8 5 DAL /mL.

2.2 HBV-DNA & %@ % %5 HBV-M # % 2 4§ HBV-M
SEUUR Y IR T AL R 1. P ILE 4145 (1D HBsAb
(+),HBcAb (+); (2)HBsAb (+),HBeAb (+); (3)HBcAb (+); (4)
HBsAb(+); (5) HBsAg(+),HBeAb (+); (6) HBsAg(+),HBsAb (+),
HBeAb(+); (7) HBsAg(+),HBsAb(+), HBeAb(+),HBcAb(+).

A1 HBV-M #» HBV-DNA #l  % (X +5)

HBV—DNA K ill]
25 -] 7 , Ty
A HBV-M " TR B RE % R EIlml P AR
| HBsAg(+)HBeAg(+)HBcAb(+) 186 176 94.62 2.05e+3~8.61¢+8 7.18% 1.20
2 HBsAg(+) HBcAb(+) 70 30 42.86*  2.00e+3~9.97¢+8 6.06+ 1.88*
3 HBsAg(+)HBeAb(+)HBcAb(+) 214 56 26.17%  451e+3~5.51e+8 5.05¢ 1.35%
4 HBsAb(+)HBeAb(+)HBcAb(+) 46 4 8.70* 1.34¢+3~3.51e+5
5 HBeAb(+) HBcAb(+) 34 4 11.76%  1.41e+3~2.60e+4
6 Atk 32 0 0
7 HeE 74 12 16.22%  4.60e+3~1.72e+6
e S 1L, *P<0.01.
NP
3 iFie

AR ICIE P86 5E 1 PCR J5 K0 HBV-DNA, [=] 46300
M HBV S AR &Y, 458278 HBV-DNA £ ih
K5 HBV MHhR &7 5%, HBsAg(H)HBeAg(H)HBcAb(H) 41
FHPEAS 3R 0H i T e %41 (P <0.0D) , HLIE DNA #% 11 %
W B T HE4 (P<0.0D . % HBeAg 5 HBV-DNA &
FEARDG, IIRITE 2 RIZKSFHIESE T HBeAg A HBV il R 4F
Fabr, R 7 V20 S Wt HBV-DNA 52 77 10 L A7 LT (10— 5K
PEBL A5 R HBV B 52 0T 00 Jal 1, b 4 o #5807 B it
Wi o

¥ HBeAg #4 B HBsAg(+) i, SCHH 4] 2.41 3 45
SR HBV-DNA & HE 265 BT T R, ARAT) A5 58 e 1) BH 2 26
(86/284) , Ut WZ IS S AT A B R IR AL e Pk 1w PR I AR A 1
HBV-M fil HBV-DNA 25325550 HT, il i2 . 76 2L B
AR SRS bR A (4 441 5 K343 41 D b, HBV-DNA
AT BARI AR 5 E5 RE 45 DUECRAIC, Y% 3 AP A
HBV-DNA {8 @, b+ 3 g s 3k — 2 i
HBV-DNA &,
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154 FITHALIE B 7 A L2 ik 2

¥ (%

LA ) HEEs b
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FE: B89 AR5 F LW B8 T ik, ik BB A AT 2000~2005 FK 08 89 154 1K AL 95 F LB F I R R
I LW RE 7 ik R 154 1 R AT Y 143 41(92.8%) , 2% 11 41(7.1%) ., 9 F K& 57 31 41(20.1%), 43k & & ; & sLi AR K
35 61(22.7%); B KAk R 88 #1(57.1%); K6 A+ =3k BFIL Do o BFLMARE, 4. KT XK BRAK
M F R BA R A TR B X H TGRS E, B RBMERE Lhin TSRS FEFREFTENFLEGL AR F B LT

193t B0 55 kT B A&,
KR LR G FIL LW F BRI R

Abstract: Objective: To investigate the method diagnosis and surgical treatment of pepticulcer , to improe the diagnosis and
treatment . Methods: Retrospective analysis on the clinical data of 154 patients , and the method diagnosis and treatment . With perforation
of peptic ulcer in our hospital from 2000 to 2005 .Results: Out of the 154 cases, the diagnosis was made preoperatively in 143 cases
(92.8%), and misdiagnosed in the other 11 cases (7.1%);31 cases (20.1%) underwent non-operative treatment , 35 cases (22.7%)
underwent simple closure operation and 88 cases (57.1%) underwent subtotal gastrectomy , after the operation there were no duodenal

stumpruture , no reperforation ,no the leak of stoma and early complication . Conclusions: Comdining use of X-ray , B-ultrasoned with

abdomiral paracentesis examination can apparently imporove the diagnosis rate, the early complication in subtotal gastrectomy group

compariny with simple closure operation group and non-operative treatment group were no significant , but the long-term effect of subtotal

gastrectomy was much better than that of other two groups.

Key words: peptic ulcer perforation;diagnosis; treatment; gastrectomy
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AL R 2 I I T R Y AR R
JEERED , 48K 22 HUR IR R RN AL, (RIS R A I K
Ao BB 2000~2005 FALKGA 154 I AT AL
B2 W7 bl r
1 #ERS5HE
L1 —f s ARYUIL 154 41, 53k 132 61, Lotk 22 fi); &
W 19~82 %, “P¥) 532 & BEAEAT o e #E 112 4
(72.7%), B L E 42 ] (27.3%): 5B % 4L 39 #)
(25.3%), 1% 5 7 4L 115 611(74.7%); 5 LI 1] 2~70 h, “F- 13
14ho FHEfLIGKREI I 1.

(1 HHmEREFILEELRN #

AR IR ES EREICH)
JE R 154 100
Js K 32 20.8
S MR 108 70.1
KA 52 33.8
JRE g 24 15.6
RIS 132 85.7
i) 89 57.8
SRR 121 78.6

12 #Hoied A RAHW ARYUHREAIBAT LA T v
AT JEHGE AR AT, Hoh 121 1(78.6%) I I A3 3 25 A% s
86 BIAT I B AT Ay, AR GRS RS by 87.2%(75/86);
142 47 B R 2 ), BHAE Ry 85.2%(121/142) 0 A A2
143 $1(92.8%), %12 11 #(7.1%), iz b SR 4 5
i, Sk AR 3 81, Sk IR 4% 3 .

13 &R F&E

[ e T e o P o e

¢ E B PCR Kl HBV-DNA 1k HBV J& 4L 1) 7
TLEW AR, AT M s e R A N BE AL TR 1) S IR
B, 5 HBV LG b SR BE AT T A% HBV J& 5 51 2L
FR Gk, IV AR AN 70, BEBE T A8 15 B AL , RIS AL
RT3 4R R PR AR AR .

5% 3k
(1132 3 R P R OTFUIMLT M = 2R R R AE, 1998.3
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131 FF A% AEFARBIT 31 41 20.1%), EF RGBT
T VAIE: (D R 8, Rl 2 D B () B S,
DT 3 H s QA AL, WA RARIEE R R s (@ HERR B
gl TENAIT ISR (D FR8E Il AR TR
A, B AL THEAC W 3 W 5T MBI 98 A AIE I 5 s A ks
(D 06 5 TR 23 Wb 28549 B el | DMEAT TR IS e 2 IR N 5 (3D
YRR BT ik R 72 31 Bl itin &, Kb T
VTR

132 FABT  FARIBIT 123 61(79.9%), Hrh 5 5 L1
A 35 41(22.7%), B KFBYIBRA 88 41(57.1%); Bidz % fL A2
T ARHWSH) <6 h 14 #],6~12 h 61 i, 12~24 h 32 $1,>24 h 16
. AR g LTS <1.0 cm 3 92 ,1.0~2.0 cm # 24
Bil,>2.0 cm & 7 Hl. FFLIAL AWK 2.

A2 HHREEFILIESH  H

LA [k H % (%)
(e =782 St 85 69.1
AT THT 14 11.4
EES 18 14.6
Bk 6 49
ait 123 100

2 HERASM

2.1 FARFEERRTFE NG RAHRAE 9 H(7.3%) , H
Yy UG s i, DT O BT 2 0, Bl g 1 IR R 1
Bl o WA RARIATT e e L B, T AR Bt L
AR S T H, ZARPURER GEE R T KRB T 0k
BORT) R S G FE e B M) DL BT A

A e a a e N e a aaa aa

[2]:2 R JUAT 25 it PCR VLRSI HBV-DNA 55 HBV IILiF #5 i 4)
FRAH DGIE [ I A I 5 K256, 2005, 7 (1D : 18~19

[314% TV /N1 Bk i 45 A% PE £ T 98 HBV-DNA 2 A0 I 5
o3 SR AP S AR T L BE K S8 AR [0 T SE T AL A& 1998, 18
(2):149~150

[4]Brechot C,Kremsdorf D,PaterLin P,et al. Heptitis B virus DNA in
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